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Section and up to first 5 



the General 
pages . 



Information 
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<110> 



<120> 

<130> 
<140> 
<141> 
<150> 
<151> 
<160> 
<170> 
<210> 
<211> 
<212> 
<213> 
<220> 
<221> 
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<400> 



APPLICANT: MOULAND, Andrew J. 
COHEN, Eric A. . 
WICKHAM, Louise 
LUO, Ming 
DUCHAINE , Thomas 

TITLE OF INVENTION: MAMMALIAN STAUFEN AND USE THEREOF 
FILE REFERENCE: 10875-77 

CURRENT APPLICATION NUMBER: US/09/316,048 
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EARLIER FILING DATE: 1998-05-22 
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SEQ ID NO 1 

LENGTH: 3142 

TYPE: DNA 

ORGANISM: Homo sapiens 
FEATURE: 
NAME /KEY : 
LOCATION : 
SEQUENCE : 



CDS 
(3) . 
1 



(1775) 



ac ttc ctg ccg ggc tgc ggg cgc ctg age get ctt cag cgt ttg cgc 
Phe Leu Pro Gly Cys Gly Arg Leu Ser Ala Leu Gin Arg Leu Arg 
15 10 15 

ggc ggc tgc gcc- i-ct etc teg get ccc get tec ttt gac cgc etc ccc 



Gly Gly Cys Al. 



47 



95 



— ala Pro Ala Ser Phe Asp Arg Leu Pro 



ccc ccg gcc cc 

Pro Pro Ala A Of 



cct ccc ttc 
Pro Pro Phe 
50 

tec teg ccg 
Ser Ser Pro 
65 




30 

cgc etc ttc 143 



0U ^ 3TaW< 




f u Arg Leu Phe 
45 

ct tec ttc ccc 
ter Ser Phe Pro 

/60 

&cg age teg gag 
;Thr Ser Ser Glu 



aat gca ctg tgc 
Asn Ala Leu Cys 
95 



cag cag cca y^w. 

Gin Gin Pro Glu Ser lie , , 

80 85 / 

atg aaa ctt gga aaa aaa cca atg tat aag cct gtt gac cct tac tct 
Met Lys Leu Gly Lys Lys Pro Met Tyr Lys Pro Val Asp Pro Tyr Ser 

100 105 110 

egg atg cag tec acc tat aac tac aac atg aga gga ggt get tat ccc 
Arg Met Gin Ser Thr Tyr Asn Tyr Asn Met Arg Gly Gly Ala Tyr Pro 



191 



239 



287 



335 



383 
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45 








115 










120 






125 








46 


ccg 


agg 


tac 


ttt 


tac 


cca 


ttt 


cca 


gtt 


cca 


cct tta ctt 


tat 


caa 


gtg 


431 


47 


Pro 


Arg 


Tyr 


Phe 


Tyr 


Pro 


Phe 


Pro 


Val 


Pro 


Pro Leu Leu 


Tyr 


Gin 


Val 




48 






130 










135 






140 










49 


gaa 


ctt 


tct 


gtg 


gga 


gga 


cag 


caa 


ttt 


aat 


ggc aaa gga 


aag 


aca 


aga 


479 


50 


Glu 


Leu 


Ser 


val 


Gly Gly 


Gin 


Gin 


Phe 


Asn 


Gly Lys Gly 


Lys 


Thr 


Arg 




51 




145 










150 








155 










52 


cag 


get 


gcg 


aaa 


cac 


gat 


get 


get 


gcc 


aaa 


gcg ttg agg 


ate 


ctg 


cag 


527 


53 


Gin 


Ala 


Ala 


Lys 


His 


Asp 


Ala 


Ala 


Ala 


Lys 


Ala Leu Arg 


He 


Leu 


Gin 




54 


160 










165 










170 






175 




55 


aat 


gag 


ccc 


ctg 


cca 


gag 


agg 


ctg 


gag 


gtg 


aat gga aga 


gaa 


tec 


gaa 


575 


56 


Asn 


Glu 


Pro 


Leu 


Pro 


Glu 


Arg 


Leu 


Glu 


val 


Asn Gly Arg 


Glu 


Ser 


Glu 




57 










180 










185 






190 






58 


gaa 


gaa 


aat 


etc 


aat 


aaa 


tct 


gaa 


ata 


agt 


caa gtg ttt 


gag 


att 


gca 


623 


59 


Glu 


Glu 


Asn 


Leu 


Asn 


Lys 


Ser 


Glu 


He 


Ser 


Gin Val Phe 


Glu 


He 


Ala 




60 








195 










200 






205 








61 


ctt 


aaa 


egg 


aac 


ttg 


cct 


gtg 


aat 


ttc 


gag 


gtg gcc egg 


gag 


agt 


ggc 


671 


62 


Leu 


Lys 


Arg Asn 


Leu 


Pro 


Val 


Asn 


Phe 


Glu 


Val Ala Arg 


Glu 


Ser 


Gly 




63 






210 










215 






220 










64 


cca 


ccc 


cac 


atg 


aag 


aac 


ttt 


gtg 


acc 


aag 


gtt teg gtt 


ggg 


gag 


ttt 


719 


65 


Pro 


Pro 


His 


Met 


Lys Asn 


Phe 


Val 


Thr 


Lys 


Val Ser Val 


Gly 


Glu 


Phe 




66 




225 










230 








235 










67 


gtg 


ggg 


gaa ggt 


gaa 


ggg 


aaa 


age 


aag 


aag 


att tea aag 


aaa 


aat 


gcc 


767 


68 


Val 


Gly 


Glu Gly 


Glu Gly 


Lys 


Ser 


Lys 


Lys 


He Ser Lys 


Lys 


Asn 


Ala 




69 


240 










245 










250 






255 




70 


gcc 


ata 


get gtt 


ctt 


gag 


gag 


ctg 


aag 


aag 


tta ccg ccc 


ctg 


cct 


gca 


815 


71 


Ala 


He 


Ala 


Val 


Leu 


Glu 


Glu 


Leu 


Lys 


Lys 


Leu Pro Pro 


Leu 


Pro 


Ala 




72 










260 










265 






270 






73 


gtt 


gaa 


cga gta 


aag 


cct 


aga 


ate 


aaa 


aag 


aaa aca aaa 


ccc 


ata 


gtc 


863 


74 


Val 


Glu 


Arg Val 


Lys 


Pro 


Arg 


He 


Lys 


Lys 


Lys Thr Lys 


Pro 


He 


Val 




75 








275 










280 






285 








76 


aag 


cca 


cag 


aca 


age 


cca 


gaa 


tat 


ggc 


cag 


ggg ate aat 


ccg 


att 


age 


911 


77 


Lys 


Pro 


Gin 


Thr 


Ser 


Pro 


Glu 


Tyr 


Gly 


Gin 


Gly He Asn 


Pro 


He 


Ser 




78 






290 










295 






300 










79 


cga 


ctg 


gcc 


cag 


ate 


cag 


cag 


gca 


aaa 


aag 


gag aag gag 


cca 


gag 


tac 


959 


80 


Arg 


Leu 


Ala 


Gin 


He 


Gin 


Gin 


Ala 


Lys 


Lys 


Glu Lys Glu 


Pro 


Glu 


Tyr 




81 




305 










310 








315 










82 


acg 


etc 


etc 


aca 


gag 


cga 


ggc 


etc 


ccg 


cgc 


cgc agg gag 


ttt 


gtg 


atg 


1007 


83 


Thr 


Leu 


Leu 


Thr 


Glu Arg 


Gly 


Leu 


Pro 


Arg 


Arg Arg Glu 


Phe 


Val 


Met 




84 


320 










325 










330 






335 




85 


cag 


gtg 


aag gtt 


gga 


aac 


cac 


act 


gca 


gaa 


gga acg ggc 


acc 


aac 


aag 


1055 


86 


Gin 


val 


Lys Val 


Gly Asn 


His 


Thr 


Ala 


Glu 


Gly Thr Gly 


Thr 


Asn 


Lys 




87 










340 










345 






350 






88 


aag 


gtg 


gcc 


aag 


cgc 


aat 


gca 


gcc 


gag 


aac 


atg ctg gag 


ate 


ctt 


ggt 


1103 


89 


Lys 


val 


Ala Lys 


Arg Asn 


Ala 


Ala 


Glu 


Asn 


Met Leu Glu 


He 


Leu 


Gly 




90 








355 










360 






365 








91 


ttc 


aaa 


gtc 


ccg 


cag 


egg 


cag 


ccc 


acc 


aaa 


ccc gca etc 


aag 


tea 


gag 


1151 


92 


Phe 


Lys 


Val 


Pro 


Gin Arg 


Gin 


Pro 


Thr 


Lys 


Pro Ala Leu 


Lys 


Ser 


Glu 




93 






370 










375 






380 










94 


gag 


aag 


aca 


ccc 


ata 


aag 


aaa 


cca 


ggg 


gat 


gga aga aaa 


gta 


acc 


ttt 


1199 
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95 


Glu 


Lys 


Thr 


Pro 


lie 


Lys 


Lys 


Pro 


Gly 


Asp 


Gly 


Arg 


Lys 


val 


Thr 


Phe 




96 




385 










390 










395 












97 


ttt 


gaa 


cct 


ggc 


tct 


ggg 


gat 


gaa 


aat 


ggg 


act 


agt 


aat 


aaa 


gag 


gat 


1247 


98 


Phe 


Glu 


Pro 


Gly 


Ser 


Gly 


Asp 


Glu 


Asn 


Gly 


Thr 


Ser 


Asn 


Lys 


Glu 


Asp 




99 


400 










405 










410 










415 




100 


gag 


ttc 


agg 


atg 


cct 


tat 


eta 


agt 


cat 


cag 


cag 


ctg 


cct 


get 


gga 


att 


1295 


101 


Glu 


Phe 


Arg 


Met 


Pro 


Tyr 


Leu 


Ser 


His 


Gin 


Gin 


Leu 


Pro 


Ala 


Gly 


He 




102 










420 










425 










430 






103 


ctt 


ccc 


atg 


gtg 


ccc 


gag 


gtc 


gec 


cag 


get 


gta 


gga 


gtt 


agt 


caa 


gga 


1343 


104 


Leu 


Pro 


Met 


Val 


Pro 


Glu 


Val 


Ala 


Gin 


Ala 


Val 


Gly 


Val 


Ser 


Gin 


Gly 




105 








435 










440 










445 








106 


cat 


cac 


acc 


aaa 


gat 


ttt 


acc 


agg 


gca 


get 


ccg 


aat 


cct 


gee 


aag 


gee 


1391 


107 


His 


His 


Thr 


Lys 


Asp 


Phe 


Thr 


Arg 


Ala 


Ala 


Pro 


Asn 


Pro 


Ala 


Lys 


Ala 




108 






450 










455 










460 










109 


acg 


gta 


act 


gec 


atg 


ata 


gec 


cga 


gag 


ttg 


ttg 


tat 


ggg 


ggc 


acc 


teg 


1439 


110 


Thr 


Val 


Thr 


Ala 


Met 


lie 


Ala 


Arg 


Glu 


Leu 


Leu 


Tyr 


Gly 


Gly 


Thr 


Ser 




111 




465 










470 










475 












112 


ccc 


aca 


gec 


gag 


acc 


att 


tta 


aag 


aat 


aac 


ate 


tct 


tea 


gg c 


cac 


gta 


1487 


113 


Pro 


Thr 


Ala 


Glu 


Thr 


lie 


Leu 


Lys 


Asn 


Asn 


He 


Ser 


Ser 


Gly 


His 


Val 




114 


480 










485 










490 










495 




115 


ccc 


cat 


gga 


cct 


etc 


acg 


aga 


ccc 


tct 


gag 


caa 


ctg 


gac 


tat 


ctt 


tec 


1535 


116 


Pro 


His 


Gly 


Pro 


Leu 


Thr 


Arg 


Pro 


Ser 


Glu 


Gin 


Leu 


Asp 


Tyr 


Leu 


Ser 




117 










500 










505 










510 






118 


aga 


gtc 


cag 


gga 


ttc 


cag 


gtt 


gaa 


tac 


aaa 


gac 


ttc 


ccc 


aaa 


aac 


aac 


1583 


119 


Arg 


Val 


Gin 


Gly 


Phe 


Gin 


val 


Glu 


Tyr 


Lys 


Asp 


Phe 


Pro 


Lys 


Asn 


Asn 




120 








515 










520 








- 


525 








121 


aag 


aac 


gaa 


ttt 


gta 


tct 


ctt 


ate 


aat 


tgc 


tec 


tct 


cag 


cca 


cct 


ctg 


1631 


122 


Lys 


Asn 


Glu 


Phe 


Val 


Ser 


Leu 


lie 


Asn 


Cys 


Ser 


Ser 


Gin 


Pro 


Pro 


Leu 




123 






530 










535 










540 










124 


ate 


age 


cat 


ggt 


ate 


ggc 


aag 


gat 


gtg 


gag 


tec 


tgc 


cat 


gat 


atg 


get 


1679 


125 


lie 


Ser 


His 


Gly 


lie 


Gly 


Lys 


Asp 


Val 


Glu 


Ser 


Cys 


His 


Asp 


Met 


Ala 




126 




545 










550 










555 












127 


gcg 


ctg 


aac 


ate 


tta 


aag 


ttg 


ctg 


tct 


gag 


ttg 


gac 


caa 


caa 


agt 


aca 


1727 


128 


Ala 


Leu 


Asn 


lie 


Leu 


Lys 


Leu 


Leu 


Ser 


Glu 


Leu 


Asp 


Gin 


Gin 


Ser 


Thr 




129 


560 










565 










570 










575 




130 


gag 


atg 


cca 


aga 


aca 


gga 


aac 


gga 


cca 


atg 


tct 


gtg 


tgt 


ggg 


agg 


tgc 


1775 


131 


Glu 


Met 


Pro 


Arg 


Thr 


Gly 


Asn 


Gly 


Pro 


Met 


Ser 


Val 


Cys 


Gly 


Arg 


Cys 




132 










580 










585 










590 






133 


tgaacctttt ctggccatga accattataa 


. aatcccaaca 


tatatactga aaatactgaa 


1835 


134 


actgetttga aaatttggaa tttctgatac 


ctccagtggg 


ccgagagaca cggtgggtaa 


1895 


135 


aggatgtggg cagcagcagg gaagacaaca 


gaaacacaag 


gaggeggctg tggccggctg 


1955 


136 


gactgtgctg gggtttgttg tgatggccac 


teggtgaect 


ggcggtccct aegcaatage 


2015 


137 


agetgectgt ggggaagaag ggctgcccag 


ccagctggtt 


ctcccgggac accagcagat 


2075 


138 


ccacaccctg ggcacctccg tgtttggtct 


tttttttccc 


ctgtgtgaaa gaagaaaegg 


2135 


139 


cacgacccct tctcaagctg gctcactcag 


acacattggg 


acaaaccctg gaeagecatg 


2195 


140 


ccagagagag gcctttgacc ggccccagag 


ctaaaagcac 


cagagaaaat caaatgette 


2255 


141 


ctactcagcg tgacccaact tttctagtgt 


gccacggccc 


caccacctcc tgcagtaccc 


2315 


142 


acaccatcac cactgctttc tcttccaaca 


gtgatctgta 


ttcttagttt cattattttc 


2375 


143 


ttttgattga tatgacacta tataaaattt 


tcatttgaga 


atttctcaat tgtatctagt 


2435 


144 


taaatagcac agtttggaaa cttgtctgag 


actgacttta 


tcaataatct aaccgacaaa 


2495 
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145 gatcatatcc atgtgtatgt ggttagacat ttttatttca ttgactaacc caggacagtt 2555 

146 tcagtgatgc aaattgtgtg ccctctggtt cagctgaaac agtcctggac tttcaaaaac 2615 

147 cttgaataag tctcccacag ttgtataaat tggacaattt aggaatttta aactttagat 2675 

148 gatcatttgg ttccattttt atttcatttt tatttttgtt aatgcaaaca ggacttaaat 2735 

149 gaactttgat ctctgtttta aagattatta aaaaacattg tgtatctata catatggctc 2795 

150 ttgaggactt agctttcact acactacagg atatgatctc catgtagtcc atataaacct 2855 

151 gcagagtgat tttccagagt gctcgatact gttaattaca tctccattag ggctgaaaag 2915 

152 aatgacctac gtttctgtat acagctgtgt tgcttttgat gttgtgttac tgtacacaga 2975 

153 agtgtgtgca ctgaggctct gcgtgtggtc cgtatggaaa acctggtagc cctgcgagtt 3035 

154 aagtactgct tccattcatt gtttacgctg gaatttttct ccccatggaa tgtaagtaaa 3095 

155 acttaagtgt ttgtcatcaa taaatggtaa tactaaaaaa aaaaaaa 3142 

156 <210> SEQ ID NO 2 

157 <211> LENGTH: 591 

158 <212> TYPE: PRT 

159 <213> ORGANISM: Homo sapiens 

160 <400> SEQUENCE: 2 

161 Phe Leu Pro Gly Cys Gly Arg Leu Ser Ala Leu Gin Arg Leu Arg Gly 

162 15 10 15 

163 Gly Cys Ala Ser Leu Ser Ala Pro Ala Ser Phe Asp Arg Leu Pro Pro 

164 20 25 30 

165 Pro Ala Arg Arg Arg Pro Pro Pro Pro Arg Pro Leu Arg Leu Phe Pro 

166 35 40 45 

167 Pro Phe Val Pro Ser Ser Ser Pro Phe Phe Pro Ser Ser Phe Pro Ser 

168 50 55 60 

169 Ser Pro Pro Pro Pro Arg Thr Ala Gly Arg Gly Thr Ser Ser Glu Gin 

170 65 70 75 80 

171 Gin Pro Glu Ser lie Thr Pro Thr Val Glu Leu Asn Ala Leu Cys Met 

172 85 90 95 

173 Lys Leu Gly Lys Lys Pro Met Tyr Lys Pro Val Asp Pro Tyr Ser Arg 

174 100 105 110 

175 Met Gin Ser Thr Tyr Asn Tyr Asn Met Arg Gly Gly Ala Tyr Pro Pro 

176 115 120 125 

177 Arg Tyr Phe Tyr Pro Phe Pro Val Pro Pro Leu Leu Tyr Gin Val Glu 

178 130 135 140 

179 Leu Ser Val Gly Gly Gin Gin Phe Asn Gly Lys Gly Lys Thr Arg Gin 

180 145 150 155 160 

181 Ala Ala Lys His Asp Ala Ala Ala Lys Ala Leu Arg lie Leu Gin Asn 

182 165 170 175 

183 Glu Pro Leu Pro Glu Arg Leu Glu Val Asn Gly Arg Glu Ser Glu Glu 

184 180 185 190 

185 Glu Asn Leu Asn Lys Ser Glu lie Ser Gin Val Phe Glu He Ala Leu 

186 195 200 205 

187 Lys Arg Asn Leu Pro Val Asn Phe Glu Val Ala Arg Glu Ser Gly Pro 

188 210 215 220 

189 Pro His Met Lys Asn Phe Val Thr Lys Val Ser Val Gly Glu Phe Val 

190 225 230 235 240 

191 Gly Glu Gly Glu Gly Lys Ser Lys Lys He Ser Lys Lys Asn Ala Ala 

192 245 250 255 

193 He Ala Val Leu Glu Glu Leu Lys Lys Leu Pro Pro Leu Pro Ala Val 

194 260 265 270 
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1 Qt; 






Aty 


Val 






Arer 


Tip Lvs Lvs 


Lys 


Thr 


Lys 


Pro 


He 


Val 


Lvs 


X 3D 








275 








280 








285 














\J±LI 


Thr 

J.XXX 


oci 


Dy-A 

tr S- c 


vjl LC 




Gly 


He 


Asn 


Pro 


He 


Ser 


Aro 








7 90 










295 

£i -J 






300 














XlGU 


Ala 


m n 

VJXIi 


lie 


Gin 


Gin 


a t .v q Li vs 

AXa 2 1 


Glu 

-L. tX 


Lys 


Glu 


Pro 


Glu 


Tvr 


Thr 


Z u u 




j \j 










310 






315 










320 






T Al 1 

XlGU 


XlCU 


XlxX 


UXU 




Gl v 


T.aii Prr> Aro 

XfCU iri.{J rvkij 


Axy 


Axy 


Glu 


Phe* 


Val 


Met 


Gin 


z uz 












J -j 






330 

-J J V 










335 




ZU.3 




17a 1 


T ire 
l»yfc> 


VciX 




AoXX 


XIX >9 


X XXX. AXCt U 


Glv 

VX jr 


Thr 


Glv 


TViy* 
j. i ± j- 


Asn 


Lys 


Lys 


z Wt 










140 






345 

>J ?E ^1 










350 






one 




vdi 


Ala 


Xiy o 




no XI 


ai a 


1\T a a"] ii Ami 
nxci \jj.u nan 


l lC W 


Uu Li 


Gill 

\J Li. 


He 




Glv 
uxy 


Phe 


one 








1 1; c 
J o o 








J D W 








365 








zu f 




Lys 


Val 


riO 


UrXil 


A -y-^"r 

iixy 


gi n 


DrA fVir* Ti^/c 
riu xiix xjy s 


t X V 


Ala 




X4 y 0 




Glu 


Glu 


o n a 






■j7n 
J / u 










7 ^ 






Q KJ 










ZUb 




Lys 


IxZi 


Pro 


lie 


xjys 


xjys 


Ow-* Hi if Sen 
CL.KJ biy AtSLy 


uiy 


Arg 


xjy a 


Val 


Thr 

X XXX. 






Z1U 




"5 fi ^ 










i <jo 






3 95 
j j j 










400 


zll 




uiu 


fro 


vaXy 


O v* 
OCX 


biy 


nop 


nln Sari fil v 
ijxix nail uiy 


X iiX 


C ci y 

OCX 


Jen 


JJjr w 


Gl ll 




Glu 

*JX- IX 


01 O 
£U 












rtUJ 






43 0 










415 




Zi i 






«Xy 




riu 


iyr 


XJGtX 


q pr TJ-J e (til n 
ocx nxo v^xxx 




TiPii 

XJCU 


Pro 


Ala 


Gl v 


He 

<X -X O 














ion 

^tz v 






49 5 










410 
*i j v 






21b 




Pro 




17a 1 
Veil 


Pro 


ulU 


17a 1 
val 


Ala KjJ.ll Ala 


Val 
val 


Gl v 
uiy 


VaI 


uCX 


Gin 


Glv 


His 


z lo 








T J D 








440 








445 

*S T <J 








111 

217 




rlxS 


Ixlx 


Lys 


Asp 


fixe 


i nr 


Axg Ala Ala 


rxU 


A c T\ 
nSlJ: 


XrX U 


Al a 
Aid 




AT a 

nid 


Thr 

X XXX. 


2 10 
















4 

_J _J 






4fin 










2iy 




vai 


rpV> v 

i. iTX 


2iT a 
Ala 


Mat- 
wee 


lie 


Ii 1 a 
nid 


A ~y*/~t (~1 111 T , cii i 
AX y vjrl IX ucU 


T.01 1 


xyr 


<jiy 


Gl v 
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<210> 


SEQ 


ID NO 3 
























236 


<211> 


LENGTH: 


3217 






















237 


<212> 


TYPE: DNA 

























238 <213> ORGANISM: Homo sapiens 

239 <220> FEATURE: 

240 <221> NAME /KEY : CDS 

241 <222> LOCATION: (363) .. (1850) 

242 <400> SEQUENCE: 3 

243 acttcctgcc gggctgcggg cgcctgagcg ctcttcagcg tttgegegge ggctgcgcgt 60 

244 ctctctcggc tcccgcttcc tttgaccgcc tccccccccc ggcccggcgg cgcccgcctc 120 



PAGE: 6 VERIFICATION SUMMARY ^ DATE: 04/19/2000 

" PATENT APPLICATION US/09/316,048 TIME: 10:13:02 

Input Set: 1316048. RAW 

Line ? Error/Warning Original Text 



344 w Invalid/Missing Amino Acid Numbering 
986 W Invalid/Missing Amino Acid Numbering 



